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Nationality: Italian

Date and place of birth: 7 August 1967, Naples (Italy)

Email: d.depascale@ibp.cnr.it

Date of birth: 7 august 1967

Work address: IBP-CNR, Via Pietro Castellino 111, [-80131, Naples, Italy.

Education

2008-present Staff Researcher (Ricercatore III fascia), Group Leader
Institute of Protein Biochemistry Naples, Italy

2001-2007. Post-doc position at the IBP-CNR in the framework of the PNRA project
“BRUNI XO”.

2000. PhD in Design and Application of New Molecules of Biotechnological
Interest. Second University of Naples (SUN).

1996. Degree at the Specialisation School on Biotechnological Applications,
with 50/50 cum laude. University of Naples “Federico II”.

1992. Master Degree in Biological Sciences, with 110/110 cum laude with a
dissertation in Molecular Biology, University of Naples “Federico I1”.

1986-1992. Student in Biological Sciences.
University of Naples “Federico 11, Naples, Italy.

Project evaluation

2014. Independent Expert for Bando MISE, Italian Minister of Economy.

2014. Independent Expert in the H2020 Marie S Curie Individual fellowship Env Panel, 27-31
October 2014, Bruxelles.

2014. Independent Expert for the International Cooperation Programme (PCI) of the National
Commission for Scientific and Technological Research of the Government of Chile (CONICYT).
2014. Independent Expert for the Biotechnology and Biological Sciences Research Council
(BBSRC).



2013. Independent Expert for the South African Medical Research Council (MRC) in the call of
South African Medical Research Council for 2013 African Traditional Medicine and Drug
Discovery.

2013. Independent Expert in the FP7 EU Marie Curie Actions Evaluation, 6-11 October 2013,
Bruxelles.

2013. Member of the Advisory Board in the CNR Technology Transfer Project: BIOTTASA-
Department of Biomedicine, CNR, Italy.

2012. Miur (Italian Minister of University and Research) of independent Expert in the “FIRB
giovani 2011 call.

Projects, Awards and other professional merits

2014. Coordinator of the PNRA 2014-2016 (National Programme of Antarctic Research) project:
Genome scanning and characterization of novel antifreeze proteins for industrial application.

2014. Team leader within PNRA 2014-2016 project: Sea-ice associated methylated osmolytes:
biogenesis and contribution to oceanic methane production (SIAMO).

2014. Team leader within PNRA 2014-2016 project: New drugs for Cystic Fibrosis opportunistic
pathogens from Antarctic microorganisms.

2014. Team leader within PNRA 2014-2016 project: Exploiting Antarctica biotechnological
potential: metabolic modelling for optimization of bioactive molecules biosynthesis from Antarctic
bacteria.

2012-2016. Team Leader (Partner 11) in the FP7 EU Project entitled PharmaSea in the
KBBE.2012.3.2-01: Innovative marine biodiscovery pipelines for novel industrial products.

2011. Visiting scientist in the laboratory of Prof. Yanfen Xue, at the Institute of Microbiology,
Chinese Academy of Science, Beijing, China.

2011-2013. Project leader of the Cooperation agreement between National Research Council
(CNR) and Chinese Academy of Science (CAS) 2011-2013, entitled: Discovery of new
extremozymes for biotechnological applications”.

2010. Visiting scientist in the laboratory of Prof. Bjarne Landfald at the Norwegian College of
Fishery Science, University of Tromsg, Tromse, Norway.

2009-2011. Team leader within PNRA 2009-2011 <PROP(09 47> research project: “Omics
approaches to unravel biodiversity and evolution of polar microorganisms in view of climate
changes and future biotechnological applications.”

2005-2007. Team leader of the research group within PNRA 2005-2007 <MICELI7> research

project: “Genomics and Proteomics of the Antarctic ciliate Euplotes focardii.”



2004-2006. Team leader within PNRA 2004-2006 <BRUNIXO> research project: “Antarctic
bacteria and cyanobacteria: biodiversity and production of compounds to be potentially exploited in
biotechnology.”

2004. Participant at XIX PNRA 2004 Antarctic Expedition, Italian scientific expeditions of PNRA
at Terra Nova Bay, Ross Sea, Antarctica. Participant at the “Victoria Land Transect Cruise” on
board the R/V Italica.

2003. Participant in the TUNU-II International Programme Expedition in Arctic, on board of R/V
Jan Majen in collaboration with the Norwegian College of Fishery Science, University of Tromse,
Tromsg, Norway.

2002-2003. Team leader within PNRA 2002-2003 <BRUNIXO> research project entitled:
“Bacteria from Antarctica environment diversity and possible applications.”

2002. Participant in the TUNU-I International Programme expedition in Arctic, on board of R/V
Jan Majen in collaboration with the Norwegian College of Fishery Science, University of Tromse,
Tromsg, Norway.

1997. Visiting scientist in the laboratory of Prof. R. Ladenstein at the Karolinska Institutet of
Stockholm, Sweden.

Research Interests

Bioprospecting: Exploration of biodiversity for scientific and biotechnological applications.

1. The research activity is mostly focused on the discovery of new bioactive compounds from
Antarctic and Arctic bacteria. These bacteria represent an untapped reservoir of biodiversity, and
only few studies have been performed on the antimicrobial activity of isolates from Antarctic soils,
seawater and sediments.

Some Antarctic strains have been proved to display (although to different extents) an antimicrobial
activity against Burkholderia cepacia complex (Bcc) bacteria, a wide group of opportunistic
pathogens that can colonize the lung of Cystic Fibrosis (CF) patients. The inhibitory activity very
likely relies on the production of microbial Volatile Organic Compounds (mVOCs) by Antarctic
bacteria. The research activity is aimed at the identification and purification of the bioactive
compounds from these Antarctic strains.

2. Another aim is focused on the dissection of the virulence and pathogenicity determinants of
human pathogens by using non-vertebrate host model, like Caenorhabtidis elegans.

Finding novel virulence factors of these pathogens results in the identification of novel gene or

target to use to fight the infection of these hazardous pathogens.



Bcc strains are able to kill C. elegans and the C. elegans-Bcc interaction is the subject of intensive
investigation in our lab. The C. elegans system model can also be exploited for the discovery and
validation of new bioactive antimicrobial compounds. C. elegans may be also used as model system
in the anti-helminthic drugs discovery. In fact, C. elegansis sensitive to the majority of
anthelmintic drugs that are used against parasitic worm infections of humans and livestock.

3. Other research activities are devoted to collect, analyse and describe the microbial biodiversity
coming from cold biotopes. Our studies are focused on Antarctic psychrophilic microorganisms,
with potential biotechnological applications. The molecular cold adaptation of enzymes involved in
the lipid metabolism and proteases, are investigated and microorganisms are screened for the
production of esterase/lipase and protease activities by Metagenomics approach.

Metagenomics library construction is aimed at unveiling the biodiversity in the Polar Regions and

also at discovering new enzymes and bioactive compounds selected at low temperatures.
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